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MRNA [FEICEETEONE 2T THR, DIND I ETZOENRBMINTULET, H4lE. LIETI. RNA
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X Ak JL: Translation-dependent unwinding of stem—loops by UPF1 licenses Regnase-1 to degrade
inflammatory mRNAs (BRERIKEFHI UPFL ICL 2 X T L — 7SO = 1S Regnase-1 12 & 2 XJE
E mRNA O3 % FES )
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